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What's new in CGD?

Tool Improvements New Data
* GWAS added to updated QTL/GWAS search * C. australis, Eureka lemon, C. maxima Cupi
* Genotype search added Majiayou, and F. hindsii v2.0 genomes added
Outreach t(? database and BLAST, JBrowse, Synteny
* GWAS Search and Viewing in MapViewer Viewer, and PathwayCyc tools
video (2:23 mins) * 2,249 genetic markers, 4 genetic maps, 26
* How to Search Traits and See Associated Data QTL, and 145 GWAS added in last quarter

video (1:49 mins)

Viewing GWAS data And as always, the displayed results can be
customized using the toolbar on the right. You can
We have added the ability to search for GWAS data  ¢glect which data fields are displayed and

in the updated QTL/GWAS Search. GWAS isnow a  download the results in the CSV and TSV file
data type that can be selected, and the search can  f5rmats for manipulation in Excel.

be refined by organism, trait, GWAS name, genome
location, gene, and publication.

See the next page for more details.

Data Type | QTL/GWAS v Reset

145 QTL/GWAS. Note: actual rows in downloaded file depend on the selected fields.

Query Downloadable Fields
Select GWAS Al Folg
Type GWAS v« Clear | Refresh Count lelas View CSV TSV
here
Dataset Any . QTL/GWAS Label
i Trait Name
Organism
Any GWAS Marker
Citrus reticulata Gene
Citrus si
Gitrus s 168 records were returned
Trait QTL/GWAS ) GWAS . Published
# T Trait Name: (D Gene Organism Type Dataset gymbol P value
Trait Category in-
Apigenin AX- Citrus Mandam.n - 272 %
1 O GWAS0000001 concentration 160026423 Ciclev10007429m.g N GWAS  Flavonoids-GWAS- Apigenin-peel 10-7
Trait Name pp- Mattia_2022
... Clickheretosee ... T . 454+
2 O GWAS0000002 % .g . GWAS  Flavonoids-GWAS- Didymin-peel 10-8
i - Mattia_2022
GWAS details E
Di i v it Mandarin- 143 %
3 O GWAS0000003 oometn - Ciclev10009180m.g " 1° GWAS  Flavonoids-GWAS-  Diosmetin-peel .-
concentration 159831918 spp. ) 10-8
Mattia_2022
Name o . Mandarin-
4 O GWAS0000004  Diosmin LYs Ciclev10029047Tmg  C1TUS GWAS  Flavonoids-GWAS-  Diosmin-peel ey
concentration 160796087 Spp- Mattia 2022 10-7
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https://www.pulsedb.org/tripal_megasearch?datatype=tripal_megasearch_qtl
https://youtu.be/jz-8ePzuiTI
https://youtu.be/jz-8ePzuiTI
https://youtu.be/nKo8c7s5pHc
https://youtu.be/nKo8c7s5pHc

GWAS Details and Display in MapViewer

From the GWAS details page, you can see all the details about the GWAS and see the link to MapViewer.

GWAS0000002
BIMS Workshop at
GWAS Overview GWAS Overview NAPB 2023!
Genome Location
Germplasm GWAS Label GWAS0000002 [ MapViewer | We had a successful BIMS
o Publshedymbel - Diminped workshop at NAPB 2023 (July 16-
Publications Trait Name Didymin concentration .
Torms Tt Alns A 20, Greenville, SC)! Thank you
GWAS Marker AX-160548920 for those who participated! The
GWAS Study Mandarin-Flavonoids-(lVAS-Mattia_2022 presentations for each section of
Genome Assembly Citrus clementina gencjile v1.0 (JGI) the WorkShOp, including the use
Statistical Mothod Identity by decent EM d . I bI
Experimental Model Mixed Linear Model Case emo' IS avallable ) on
GWAS Panel Mandarin-136_UCR-ClE-Mattia2022 breedwithbims.org. Recordings
LoD N/A will also be available when they
P Value 4.94 x 10-8 are re/eased.
R2 N/A
Unique key 222-Didymin-peel A 548920
PVE 0.07
Comments N/A . . )
Change Genome  Short video tutorial | Text tutorial ‘O |
Database workShOP at scaffold 6 of genome Citrus clementina genome v1.0 (JGI) Genome Detail
ASHS 2023' To zoom in, drag the mouse across the scaffold
Gene
We are hosting a workshop for GWAS
. 0 DIDCONC. C\clev10011912m.g\m R
specialty crop databases at ASHS e = 23,600,000 A
2,000,000 iclev m4g
2023 (July 31-August 4, Orlando,
. .. . 4,000,000 23,800,000 o —NARGCONC
Florida)! This interactive workshop I
o 6,000,000 N
will be on Thursday, August 3, 2023 24,000,000 SNP
) 8,000,000 ‘
10:15 AM - 12:15 PM. This
) 10,000,000 24,200,000 M a rke r
workshop unites researchers and 2000000 I
K . ) ) Y ¢ _HESCONC
breeders focusing on tree fruits, 4000 000 24,400,000 [<TAX-159672199
berries, nuts, and vegetables. Its e 71600 000
. o g iclev m
goal is to boost research efficiency | ... .0 o100tz T
by enhancing specialty crop 20000.000 LUTCDNC\: Cicevi0012009mo.__ [ 24,800,000
community databases. Participants 22,000,000 25 000,000
will receive training on how to use sa 000000l RECONC,  CreleviaoTissrmo. T
e POCONC\: C\clev10011245m.g\: . . .
database resources through use bp o Hoverlng/cllcklng on the
case .derr.los, fjata submission, and s B g gene, marker, or GWAS
contributing vital feedback for long-

name opens more details

term sustainability.

1 il H Funded by:
Join the CGD Mallmg List and USDA-SAES NRSP10, USDA-NIFA SCRI,
fO”OW us on TWitter USDA-NIFA ECDRE, NSF PGRP, and WSU
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https://www.citrusgenomedb.org/mailing_list
https://twitter.com/CGD_news
https://blogs.clemson.edu/napb2023/
https://www.breedwithbims.org/node/19
https://ashs.org/page/GeneralConference
https://ashs.org/page/GeneralConference
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